Table S3: Prediction of noncoding RNAs by QDA classifier using DFs as predictor. QDA was repeated five times with mutually exclusive training sets for cross-validation. If predictions for one UC were inconsistent, we called it “ambiguous”.

	Category
	UniGene Cluster
	UC group
	ID
	pred

	imprinted genes
	Hs.283846
	G2
	Hs_GNAS1as2
	valid

	imprinted genes
	Hs.283846
	G2
	Hs_GNAS1as1
	valid

	imprinted genes
	Hs.272259
	G2
	Hs_Igf2as
	valid

	imprinted genes
	Hs.367809
	G3
	Hs_KCNQ1i3
	valid

	imprinted genes
	Hs.367809
	G3
	Hs_KCNQ1i4
	valid

	imprinted genes
	Hs.438581
	G3
	Hs_IPW
	valid

	imprinted genes
	Hs.415722 
	G4
	Hs_H19_a
	valid

	imprinted genes
	Hs.415722
	G4
	Hs_H19_b
	valid

	imprinted genes
	Hs.415722
	G4
	Hs_H19_c
	valid

	nervous
	Hs.504220
	G1
	Hs_BC200a
	invalid

	nervous
	Hs.504220
	G1
	Hs_BC200
	invalid

	other developmental
	Hs.306215
	G1
	Hs_PCGEM1
	valid

	other developmental
	Hs.413501
	G2
	Hs_NTT
	valid

	other developmental
	Hs.171353
	G2
	Hs_DD3
	valid

	other developmental
	Hs.171353
	G2
	Hs_DD3_I
	valid

	other developmental
	Hs.171353
	G2
	Hs_DD3_II
	valid

	other developmental
	Hs.171353
	G2
	Hs_DD3_III
	valid

	other developmental
	Hs.245867
	G2
	Hs_HOXA11AS_P4
	valid

	other developmental
	Hs.245867
	G2
	Hs_HOXA11AS_J
	valid

	other developmental
	Hs.245867
	G2
	Hs_HOXA11AS_P1
	valid

	other developmental
	Hs.245867
	G2
	Hs_HOXA11AS_H
	valid

	other developmental
	Hs.245867
	G2
	Hs_HOXA11AS_P5
	valid

	other developmental
	Hs.245867
	G2
	Hs_HOXA11AS_D
	valid

	other developmental
	Hs.245867
	G2
	Hs_HOXA11AS_P3
	valid

	other developmental
	Hs.232080
	G2
	Hs_CMPD
	valid

	other developmental
	Hs.369367
	G2
	Hs_DGCR5
	valid

	other developmental
	Hs.119383
	G2
	Hs_NCRMS
	valid

	other developmental
	Hs.119383
	G2
	Hs_NCRMS_C-con
	valid

	other developmental
	Hs.119383
	G2
	Hs_NCRMS_C23up
	ambiguous

	protein function modulator
	Hs.499185
	G0
	Hs_7SK
	invalid

	protein function modulator
	Hs.32587
	G4
	Hs_Sra1
	valid

	protein function modulator
	Hs.32587
	G4
	Hs_Sra1_1
	valid

	protein function modulator
	Hs.32587
	G4
	Hs_Sra1_2
	valid

	protein function modulator
	Hs.32587
	G4
	Hs_Sra1_3
	valid

	snoRNA host genes
	Hs.277418
	G2
	Hs_U50HG_gene
	ambiguous

	snoRNA host genes
	Hs.19340
	G3
	Hs_Gas5_1
	invalid

	snoRNA host genes
	Hs.19340
	G3
	Hs_Gas5_2
	invalid

	snoRNA host genes
	Hs.196769
	G3
	Hs_U17HG-AB
	valid

	snoRNA host genes
	Hs.196769
	G3
	Hs_U17HG-A
	invalid

	snoRNA host genes
	Hs.289721
	G4
	Hs_Gas5
	valid

	snoRNA host genes
	Hs.433345
	G4
	Hs_UHG_gene
	valid

	snoRNA host genes
	Hs.433345
	G4
	Hs_UHG_RNA
	valid

	snoRNA host genes
	Hs.223745
	G4
	Hs_U19H2
	valid

	snoRNA host genes
	Hs.223745
	G4
	Hs_U19H1
	valid

	snoRNA host genes
	Hs.223745
	G4
	Hs_U19H5
	valid

	snoRNA host genes
	Hs.223745
	G4
	Hs_U19H4
	invalid

	snoRNA host genes
	Hs.223745
	G4
	Hs_U19H3
	invalid

	stress induced
	Hs.412416
	G4
	Hs_aHIF
	invalid

	X-chromosome
	Hs.444102 
	G3
	Hs_Xist
	valid
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